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UCSF Chimera
RRID:SCR_004097
Type: Tool

Proper Citation

UCSF Chimera (RRID:SCR_004097)

Resource Information

URL: https://www.cgl.ucsf.edu/chimera/

Proper Citation: UCSF Chimera (RRID:SCR_004097)

Description: Software tool for interactive visualization and analysis of molecular
structures and related data, including density maps, supramolecular assemblies,
sequence alignments, docking results, trajectories, and conformational ensembles. High-
quality images and animations can be generated. Chimera includes complete
documentation and several tutorials.

Abbreviations: Chimera

Synonyms: Chimera - an Extensible Molecular Modeling System, UCSF Chimera - an
Extensible Molecular Modeling System

Resource Type: software resource, software application, data processing software, d
visualization software

Defining Citation: PMID:15264254

Keywords: molecular modeling, electron microscopy, interactive visualization and
analysis, molecular structures

Funding: NIGMS P41 GM103311;
NCRR P41 RR001081

Availability: Restricted

Resource Name: UCSF Chimera

Resource ID: SCR_004097

Alternate IDs: nlx_143560

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nlx_144509-1/RRID:SCR_004097/resolver
https://www.cgl.ucsf.edu/chimera/
https://pubmed.ncbi.nlm.nih.gov/15264254


Old URLs: http://plato.cgl.ucsf.edu/chimera/

Record Creation Time: 20220129T080222+0000

Record Last Update: 20260801T190237+0000

Ratings and Alerts

No rating or validation information has been found for UCSF Chimera.

No alerts have been found for UCSF Chimera.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2078 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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