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Human Gene Mutation Database

RRID:SCR_001621
Type: Tool

Proper Citation

Human Gene Mutation Database (RRID:SCR_001621)

Resource Information

URL: https://www.hgmd.cf.ac.uk/ac/introduction.php?lang=english

Proper Citation: Human Gene Mutation Database (RRID:SCR_001621)

Description: Curated database of known (published) gene lesions responsible for human
inherited disease.

Abbreviations: HGMD

Synonyms: The Human Gene Mutation Database, The Human Gene Mutation Database
at the Institute of Medical Genetics in Cardiff

Resource Type: data or information resource, database

Defining Citation: PMID:22948725, PMID:20368137, PMID:20038494, PMID:19348700,
PMID:18428754, PMID:18245393, PMID:12754702, PMID:10612821, PMID:9399854,
PMID:9066272, PMID:8882888

Keywords: gene, disease, gene lesion, mutation, deletion, insertion, duplication,
rearrangement, nuclear gene, functional polymorphism, bio.tools

Related Condition: Inherited disease

Availability: Free, Freely available

Resource Name: Human Gene Mutation Database

Resource ID: SCR_001621

Alternate IDs: nlx_153887, SCR_001888, biotools:hgmd, nif-0000-10459, OMICS_00281
Alternate URLSs: http://www.hgmd.cf.ac.uk/ac/index.php, https://bio.tools/hgmd,

Record Creation Time: 20220129T080208+0000
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Ratings and Alerts
No rating or validation information has been found for Human Gene Mutation Database.

No alerts have been found for Human Gene Mutation Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2462 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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