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pLEX_306
RRID:Addgene_41391
Type: Plasmid

Proper Citation

RRID:Addgene_41391

Plasmid Information

URL: http://www.addgene.org/41391

Proper Citation: RRID:Addgene_41391

Bacterial Resistance: Chloramphenicol and Ampicillin

Vector Backbone Description: Backbone Size:9308; Vector Backbone:pLKO; Vector
Types:Mammalian Expression, Lentiviral, Gateway Cloning; Bacterial
Resistance:Chloramphenicol and Ampicillin

Comments: Plasmid for constitutive lentiviral expression. There is a C-terminal V5 tag
followed by a stop codon directly after the Gateway sequence. Alternate plasmid names:
pLX306, SV40-puro; PGK-gateway-V5 tag

Plasmid Name: pLEX_306

Record Creation Time: 20220422T222215+0000

Record Last Update: 20260725T074652+0000

Ratings and Alerts

No rating or validation information has been found for pLEX_306.

No alerts have been found for pLEX_306.

Data and Source Information

Source: Addgene

Usage and Citation Metrics

https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nif-0000-11872-1/Addgene_41391/resolver
http://www.addgene.org/41391
https://scicrunch.org/precise-tbi/rin/sources/SCR_002037


We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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