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DNMT3A-dCas9

RRID:Addgene_100090
Type: Plasmid

Proper Citation

RRID:Addgene 100090

Plasmid Information

URL: http://www.addgene.org/100090

Proper Citation: RRID:Addgene_100090
Insert Name: DNMT3A

Organism: Homo sapiens

Bacterial Resistance: Ampicillin

Defining Citation: PMID:28973434

Vector Backbone Description: Backbone Marker:ThermoFisher; Backbone Size:5407;
Vector Backbone:pcDNA3.3-TOPO; Vector Types:Mammalian Expression, CRISPR,;
Bacterial Resistance:Ampicillin

Plasmid Name: DNMT3A-dCas9
Relevant Mutation: includes aa 602-912
Record Creation Time: 20220422T7221446+0000

Record Last Update: 20260808T080301+0000

Ratings and Alerts
No rating or validation information has been found for DNMT3A-dCas9.

No alerts have been found for DNMT3A-dCas9.

Data and Source Information

Source: Addgene



https://scicrunch.org/precise-tbi
https://scicrunch.org/precise-tbi/data/record/nif-0000-11872-1/Addgene_100090/resolver
http://www.addgene.org/100090
https://pubmed.ncbi.nlm.nih.gov/28973434
https://scicrunch.org/precise-tbi/rin/sources/SCR_002037

Usage and Citation Metrics
We found 7 mentions in open access literature.

Listed below are recent publications. The full list is available at PRECISE-TBI .
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and reduces cell proliferation in a kinase-dependent manner. Cancer gene therapy,
29(12), 1975.

O'Geen H, et al. (2022) Determinants of heritable gene silencing for KRAB-
dCas9 + DNMT3 and Ezh2-dCas9 + DNMTS3 hit-and-run epigenome editing. Nucleic acids
research, 50(6), 3239.

O'Geen H, et al. (2019) Ezh2-dCas9 and KRAB-dCas9 enable engineering of epigenetic
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its cancer biomarker function. Clinical epigenetics, 11(1), 182.
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