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Proper Citation

Broad Institute GDAC Firehose (RRID:SCR_026267)

Resource Information

URL: https://gdac.broadinstitute.org/

Proper Citation: Broad Institute GDAC Firehose (RRID:SCR_026267)

Description: Born of the desire to systematize analyses from The Cancer Genome Atlas
pilot and scale their execution to the dozens of remaining diseases to be studied, GDAC
Firehose now sits atop terabytes of analysis-ready TCGA data and reliably executes
thousands of pipelines per month.

Resource Type: topical portal, portal, data or information resource

Keywords: systematize analyses from The Cancer Genome Atlas pilot, GDAC Firehose,
analysis-ready TCGA data,

Availability: Free, Freely available

Resource Name: Broad Institute GDAC Firehose

Resource ID: SCR_026267

Record Creation Time: 20250110T053324+0000

Record Last Update: 20260727T040851+0000

Ratings and Alerts

No rating or validation information has been found for Broad Institute GDAC Firehose.

No alerts have been found for Broad Institute GDAC Firehose.

Data and Source Information

Source: SciCrunch Registry

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_026267/resolver
https://gdac.broadinstitute.org/
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400


Usage and Citation Metrics

We found 73 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .

Hwang TI, et al. (2026) Thrombospondin-4 drives lymphangiogenesis through cooperation
with VEGF-C in human bladder cancer. International journal of medical sciences, 23(1),
204.

Li S, et al. (2026) Unveiling Alternative Splicing in HPV-Negative HNSCC: Links to
Tumorigenesis and Immune Landscape. International dental journal, 76(1), 103857.

Ying L, et al. (2025) Predicting immunotherapy prognosis and targeted therapy sensitivity
of colon cancer based on a CAF-related molecular signature. Scientific reports, 15(1),
6387.

Ku J, et al. (2025) Identification of a unique subpopulation of mucosal fibroblasts in
colorectal cancer with tumor-restraining characteristics. Molecules and cells, 48(10),
100263.

Vis DJ, et al. (2025) Whole genome sequencing of 378 prostate cancer metastases
reveals tissue selectivity for mismatch deficiency with potential therapeutic implications.
Genome medicine, 17(1), 24.

Rahmati R, et al. (2025) Identification of novel diagnostic and prognostic microRNAs in
sarcoma on TCGA dataset: bioinformatics and machine learning approach. Scientific
reports, 15(1), 7521.

Zhou L, et al. (2025) MRAS: Master Regulator Analysis of Alternative Splicing. Advanced
science (Weinheim, Baden-Wurttemberg, Germany), 12(21), e2414493.

Bhattacharya A, et al. (2025) Transcriptional pattern enriched for synaptic signaling is
associated with shorter survival of patients with high-grade serous ovarian cancer. eLife,
13.

Wu Q, et al. (2025) TRIM29 upregulation contributes to chemoresistance in triple negative
breast cancer via modulating S100P-?-catenin axis. Cell communication and signaling :
CCS, 23(1), 244.

Tan CY, et al. (2025) Amogel: a multi-omics classification framework using associative
graph neural networks with prior knowledge for biomarker identification. BMC
bioinformatics, 26(1), 94.
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colorectal cancer. EMBO molecular medicine, 17(6), 1355.

Choi WY, et al. (2025) The offonome reveals on and off states of gene expression near
the detection limit of RNA-seq. Scientific reports, 15(1), 43141.

Vats P, et al. (2025) Long noncoding RNA TMPO-AS1 upregulates chromosomal
passenger complex expression to promote cell proliferation in lung cancer via sponging
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microRNA let-7b-5p. Cell division, 20(1), 24.

Boyd SS, et al. (2025) AMEND 2.0: module identification and multi-omic data integration
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approach using TCGA data in ovarian cancer. Scientific reports, 15(1), 5414.

Heras-Murillo I, et al. (2025) Immunotherapy with conventional type-1 dendritic cells
induces immune memory and limits tumor relapse. Nature communications, 16(1), 3369.

Lawrence SS, et al. (2025) Interferon-?/Janus Kinase 1/STAT1 Signaling Represses
Forkhead Box A1 and Drives a Basal Transcriptional State in Muscle-Invasive Bladder
Cancer. The American journal of pathology, 195(5), 1013.

Choi I, et al. (2025) Secretory IgA dysfunction underlies poor prognosis in Fusobacterium-
infected colorectal cancer. Gut microbes, 17(1), 2528428.

Zhang J, et al. (2025) Epigenetic dysregulation-induced metabolic reprogramming fuels
tumor progression in bladder cancer. Frontiers in molecular biosciences, 12, 1602700.

Chen F, et al. (2025) Global DNA methylation differences involving germline structural
variation impact gene expression in pediatric brain tumors. Nature communications, 16(1),
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