
Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

ArCH
RRID:SCR_025975
Type: Tool

Proper Citation

ArCH (RRID:SCR_025975)

Resource Information

URL: https://github.com/kbolton-lab/ArCH

Proper Citation: ArCH (RRID:SCR_025975)

Description: Software somatic variant calling pipeline designed to detect low variant allele
fraction clonal hematopoiesjsonsis variants.

Abbreviations: ArCH

Synonyms: , ArCH: Artifact Filtering Clonal Hematopoiesis Variant Calling Pipeline,
Artifact Filtering Clonal Hematopoiesis Variant Calling Pipeline

Resource Type: software toolkit, software resource

Defining Citation: PMID:38485690

Keywords: sequencing studies analysis, somatic variant calling, detect low variant allele
fraction, clonal hematopoiesjsonsis variants,

Funding: Edward P. Evans Foundation ;
American Society of Hematology ;
NCI K08 CA241318;
NCI P30 CA008748

Availability: Free, Available for download, Freely available,

Resource Name: ArCH

Resource ID: SCR_025975

Record Creation Time: 20241024T053301+0000

Record Last Update: 20260729T044630+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_025975/resolver
https://github.com/kbolton-lab/ArCH
https://pubmed.ncbi.nlm.nih.gov/38485690


No rating or validation information has been found for ArCH.

No alerts have been found for ArCH.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.

https://scicrunch.org/nidm-terms/rin/sources/SCR_005400

