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Allen Brain Cell Atlas

RRID:SCR_024440
Type: Tool

Proper Citation

Allen Brain Cell Atlas (RRID:SCR_024440)

Resource Information

URL.: https://portal.brain-map.org/atlases-and-data/bkp/abc-atlas

Proper Citation: Allen Brain Cell Atlas (RRID:SCR_024440)

Description: Provides platform for visualizing multimodal single cell data across
mammalian brain and aims to empower researchers to explore and analyze multiple whole
brain datasets simultaneously. Allen Institute and its collaborators continue to add new
modalities, species, and insights to the ABC Atlas. Atlas as part of Brain Knowledge
Platform will enable neuroscience community to identify more cell types in brain;
Investigate spatial location of cell types; Investigate gene expression and co-expression
patterns in cell types; Refine boundaries and knowledge of brain regions defined by gene
expression.

Synonyms: Allen Brain Cell (ABC) Atlas, The Allen Brain Cell Atlas, ABC Atlas
Resource Type: expression atlas, atlas, data or information resource

Keywords: visualizing multimodal single cell data across mammalian brain, explore and
analyze multiple whole brain datasets, identify cell types in brain, brain regions defined by
gene expression,

Funding: NIMH MH130919

Availability: Free, Freely available

Resource Name: Allen Brain Cell Atlas
Resource ID: SCR_024440

Record Creation Time: 20230916T050219+0000

Record Last Update: 20260728T043708+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_024440/resolver
https://portal.brain-map.org/atlases-and-data/bkp/abc-atlas

No rating or validation information has been found for Allen Brain Cell Atlas.

No alerts have been found for Allen Brain Cell Atlas.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 42 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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