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Thermo Fisher: Orbitrap Eclipse Tribrid mass
spectrometer

RRID:SCR_023618
Type: Tool

Proper Citation

Thermo Fisher: Orbitrap Eclipse Tribrid mass spectrometer (RRID:SCR_023618)

Resource Information

URL.: https://www.thermofisher.com/us/en/home/industrial/mass-spectrometry/liquid-
chromatography-mass-spectrometry-Ic-ms/Ic-ms-systems/orbitrap-lc-ms/orbitrap-tribrid-
mass-spectrometers/orbitrap-eclipse-tribrid-mass-spectrometer.html

Proper Citation: Thermo Fisher: Orbitrap Eclipse Tribrid mass spectrometer
(RRID:SCR_023618)

Description: Mass spectrometer designed for most difficult analytical challenges.
Incorporates inventions in ion transmission and control, extended m/z range, and real-time
decision making. System suited for proteomics, structural biology, small-molecule, and
biopharmaceutical characterization experiments.

Synonyms: Orbitrap Eclipse Tribrid mass spectrometer
Resource Type: instrument resource

Keywords: Mass spectrometer, ion transmission and control, extended m/z range,
instrument, equipment, USEDit

Availability: Commercially available

Resource Name: Thermo Fisher: Orbitrap Eclipse Tribrid mass spectrometer
Resource ID: SCR_023618

Record Creation Time: 20230527T050216+0000

Record Last Update: 20260725T191030+0000
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No rating or validation information has been found for Thermo Fisher: Orbitrap Eclipse
Tribrid mass spectrometer.

No alerts have been found for Thermo Fisher: Orbitrap Eclipse Tribrid mass spectrometer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 6 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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