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Thermo Fisher: Sartorius: Octet BLI systems
RRID:SCR_023267
Type: Tool

Proper Citation

Thermo Fisher: Sartorius: Octet BLI systems (RRID:SCR_023267)

Resource Information

URL: https://www.sartorius.com/en/products/protein-analysis/octet-bli-detection/octet-
systems-software

Proper Citation: Thermo Fisher: Sartorius: Octet BLI systems (RRID:SCR_023267)

Description: Octet BLI systems enable real-time, label-free analysis for determination of
kinetics, affinity and antibody/protein quantitation. Includes Octet Analysis Studio for
analysis of assays measuring kinetics and affinity values for drug-target binding and high-
throughput kinetic screening for lead identification. Typical applications include kinetic
analysis of protein-protein, protein-small molecules, antibody-antigen, antibody-VLP,
antibody-Fc gamma receptors, including antibody-neonatal receptor (FcRn) interactions.
Additional applications supported include lot release and stability analysis of drug
molecules based on binding kinetics and affinity.

Synonyms: Octet BLI systems, Octet BLI systems with Octet Analysis Studio

Resource Type: instrument resource

Keywords: Sartorius, Octet Analysis Studio, Bio-Layer Interferometry, protein
quantitation, assays measuring kinetics analysis, affinity values analysis, instrument,
equipment, USEDit

Availability: Restricted

Resource Name: Thermo Fisher: Sartorius: Octet BLI systems

Resource ID: SCR_023267

Record Creation Time: 20230210T050214+0000

Record Last Update: 20260725T191029+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
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No rating or validation information has been found for Thermo Fisher: Sartorius: Octet BLI
systems.

No alerts have been found for Thermo Fisher: Sartorius: Octet BLI systems.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 14 mentions in open access literature.
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