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Montpellier GenomiX Core Facility

RRID:SCR_023091
Type: Tool

Proper Citation

Montpellier GenomiX Core Facility (RRID:SCR_023091)

Resource Information

URL: http://www.mgx.cnrs.fr

Proper Citation: Montpellier GenomiX Core Facility (RRID:SCR_023091)

Description: Offers genomic technologies to academic laboratories and biotechnology
companies.Application portfolio includes Whole genome (re)sequencing, including the
identification of variants (SNVs, mutations, indels, CNVs);Targeted sequencing, for
instance exomes; Transcriptome analyses (RNA-Seq, small RNA-Seq, microarrays),
including in single cells (single-cell 3 RNA-seq); Determination of chromatin structure and
dynamics (ChIP-Seq, FAIRE-Seq, Hi-C); Epigenetic analyses (ChIP-Seq, RRBS,
Bisulphite-Seq);Genotyping (RAD-Seq, GBS, microarrays).

Abbreviations: MGX

Synonyms: Montpellier GenomiX

Resource Type: access service resource, service resource, core facility
Keywords: USEDit, ABRF, genomic technologies

Availability: Open

Resource Name: Montpellier GenomiX Core Facility

Resource ID: SCR_023091

Alternate IDs: ABRF 1653

Alternate URLSs: https://coremarketplace.org/?FacilitylD=1653&citation=1
Record Creation Time: 20221230T050203+0000

Record Last Update: 20260729T044552+0000

Ratings and Alerts



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_023091/resolver
http://www.mgx.cnrs.fr

No rating or validation information has been found for Montpellier GenomiX Core Facility.

No alerts have been found for Montpellier GenomiX Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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