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ggsignif
RRID:SCR_023047
Type: Tool

Proper Citation

ggsignif (RRID:SCR_023047)

Resource Information

URL: https://CRAN.R-project.org/package=ggsignif

Proper Citation: ggsignif (RRID:SCR_023047)

Description: Software package to indicate if two groups are significantly different. Used to
add significance brackets to ggplots.

Resource Type: software application, software resource, data processing software, data
analysis software

Keywords: indicate if two groups are significantly different, add significance brackets
Availability: Free, Available for download, Freely available

Resource Name: ggsignif

Resource ID: SCR_023047

Alternate URLSs: https://github.com/const-ae/ggsignif

License: GPL v3

Record Creation Time: 20221215T050202+0000

Record Last Update: 20260728T043648+0000

Ratings and Alerts
No rating or validation information has been found for ggsignif.

No alerts have been found for ggsignif.

Data and Source Information


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_023047/resolver
https://CRAN.R-project.org/package=ggsignif

Source: SciCrunch Registry

Usage and Citation Metrics
We found 14 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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treatment alters honey bee pollen foraging strategy, but not onset, in worker honey bees.
The Journal of experimental biology, 226(7).

Wang W, et al. (2023) Integration of high-throughput phenotyping, GWAS, and predictive
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354.

Midha AD, et al. (2023) Organ-specific fuel rewiring in acute and chronic hypoxia
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Salimi A, et al. (2023) InterOpt: Improved gene expression quantification in g°PCR
experiments using weighted aggregation of reference genes. iScience, 26(10), 107945.




