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University of Alabama at Birmingham Biological
Data Science Core

RRID:SCR_021766
Type: Tool

Proper Citation

University of Alabama at Birmingham Biological Data Science Core (RRID:SCR_021766)

Resource Information

URL: https://www.uab.edu/cores/ircp/bds

Proper Citation: University of Alabama at Birmingham Biological Data Science Core
(RRID:SCR_021766)

Description: Core offers access to computational biology capabilities. Provide services,
foster long term collaborations with UAB research community, and provide training for
biomedical investigators on specific set of analysis tools and techniques.Places special
emphasis in areas of genomics, transcriptomics, systems biology and translational
medicine. Services include data analysis, biological interpretation, grant assistance, and
training.

Abbreviations: U-BDS
Synonyms: UAB Biological Data Science Core
Resource Type: access service resource, core facility, service resource

Keywords: USEDit, ABRF, genomics, transcriptomics, systems biology, translational
medicine, data analysis, biological interpretation, grant assistance, training

Resource Name: University of Alabama at Birmingham Biological Data Science Core
Resource ID: SCR_021766

Alternate IDs: ABRF 1226

Alternate URLSs: https://coremarketplace.org/?FacilitylD=1226

Record Creation Time: 20220129T080357+0000

Record Last Update: 20260728T043626+0000
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Ratings and Alerts

No rating or validation information has been found for University of Alabama at
Birmingham Biological Data Science Core.

No alerts have been found for University of Alabama at Birmingham Biological Data
Science Core.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 25 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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