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Proper Citation

NanoString: GeoMx Digital Spatial Profiler (RRID:SCR_021660)

Resource Information

URL: https://www.nanostring.com/products/geomx-digital-spatial-profiler/geomx-dsp-
overview/

Proper Citation: NanoString: GeoMx Digital Spatial Profiler (RRID:SCR_021660)

Description: Integrated commercial system comprising hardware, software and nCounter
chemistry that enables simultaneous, highly multiplex spatial profiling of proteins or RNA
in FFPE tissues. DSP platform quantifies abundance of protein or RNA by counting unique
indexing oligonucleotides assigned to each target of interest. Used to rapidly and
quantitatively assess biological implications of heterogeneity within tissue samples.

Abbreviations: GeoMx DSP

Synonyms: GeoMx Digital Spatial Profiler

Resource Type: instrument resource

Defining Citation: PMID:32393914

Keywords: Spatial profiling, proteins spatial profiling, RNA spatial profiling, NanoString,
counting unique indexing oligonucleotides, tissue heterogeneity, Digital Spatial Profiler,
instrument, equipment, USEDit

Availability: Restricted

Resource Name: NanoString: GeoMx Digital Spatial Profiler

Resource ID: SCR_021660

Record Creation Time: 20220129T080356+0000

Record Last Update: 20260725T190950+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_021660/resolver
https://www.nanostring.com/products/geomx-digital-spatial-profiler/geomx-dsp-overview/
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No rating or validation information has been found for NanoString: GeoMx Digital Spatial
Profiler.

No alerts have been found for NanoString: GeoMx Digital Spatial Profiler.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 21 mentions in open access literature.
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