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Type: Tool

Proper Citation

Penn State Hershey College of Medicine cryo-EM Core Facility (RRID:SCR_021178)

Resource Information

URL: https://pennstatehealthnews.org/topics/cryo-em/

Proper Citation: Penn State Hershey College of Medicine cryo-EM Core Facility
(RRID:SCR_021178)

Description: Cryo-electron microscopy (cryo-EM) facility providesTitan Krios cryo-
transmission electron microscope that is fully equipped for high-throughput data collection
of the utmost quality possible. It has the ability to determine the atomic structure of a
single protein or view molecules interacting in their cellular context. Provides guidance,
training or data collection for researchers at the College of Medicine.Equipment includes
Zeiss LSM 980 Cryo-Confocal Microscope,300 kV Krios Cryo-TEM for SPA and
tomography, Equipped with Volta phase plates, bioquantum energy filter and K3 direct
electron detector,200 kV thermionic JEOL 2100 for cryo-imaging, cryo-tomography, and
standard imaging of stained grids.

Synonyms: Penn State COM Cryo-EM, Penn State College of Medicine cryo-EM facility

Resource Type: access service resource, core facility, service resource

Keywords: ABRF, cryo electron microscopy services,

Availability: Restricted

Resource Name: Penn State Hershey College of Medicine cryo-EM Core Facility

Resource ID: SCR_021178

Alternate IDs: ABRF_1167

Alternate URLs: https://coremarketplace.org/?FacilityID=1167

Record Creation Time: 20220129T080354+0000
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Record Last Update: 20260728T043617+0000

Ratings and Alerts

No rating or validation information has been found for Penn State Hershey College of
Medicine cryo-EM Core Facility.

No alerts have been found for Penn State Hershey College of Medicine cryo-EM Core
Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 16 mentions in open access literature.
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