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Proper Citation

igraph (RRID:SCR_019225)

Resource Information

URL: https://cran.r-project.org/web/packages/igraph/

Proper Citation: igraph (RRID:SCR_019225)

Description: Software package for graphs and network analysis. Provides functions for
generating random and regular graphs, graph visualization, centrality methods and much
more.Can be programmed in R, Python, Mathematica, C/C Plus Plus.

Synonyms: igraph 0.8.4, igraph 1.2.6

Resource Type: network graph visualization software, data visualization software, data
analysis software, software resource, software application, data processing software,
network analysis software, software toolkit

Keywords: Graphs analysis, network analysis, generating graph function, graph
visualization

Availability: Free, Available for download, Freely available

Resource Name: igraph

Resource ID: SCR_019225

Alternate URLs: https://igraph.org/, https://github.com/igraph/igraph/releases/tag/0.8.4

License: GPL v3

Record Creation Time: 20220129T080344+0000

Record Last Update: 20260728T043554+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_019225/resolver
https://cran.r-project.org/web/packages/igraph/


No rating or validation information has been found for igraph.

No alerts have been found for igraph.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 354 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Smith AH, et al. (2025) Social Network Analysis of Secure Text Messaging Metadata
During Clinical Deterioration in an Inpatient Children's Hospital Setting. Journal of medical
systems, 49(1), 116.
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single-cell genomics. Cell genomics, 5(11), 101003.
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pathotypes in India. Microbial genomics, 11(7).
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on colonization resistance of mouse microbiota using network node manipulation. STAR
protocols, 6(1), 103618.
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genes, virulence factors, and endolysin profiling. BMC genomics, 26(1), 964.
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of the National Academy of Sciences of the United States of America, 122(38),
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