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Harmony
RRID:SCR_018809
Type: Tool

Proper Citation

Harmony (RRID:SCR_018809)

Resource Information

URL.: https://www.perkinelmer.com/uk/product/harmony-4-8-office-hh17000001

Proper Citation: Harmony (RRID:SCR_018809)

Description: Harmony high content imaging and analysis software. Used to quantify
complex cellular phenotypes. Designed for PerkinElmer high content screening systems.

Synonyms: Harmony 4.8

Resource Type: data processing software, software resource, image analysis software,
image acquisition software, software application, data acquisition software

Keywords: Imaging, analysis, cellular phenotype quantification, PerkinElmer, high
content, screening system, cell phenotypic screening, live cell imaging,

Availability: Restricted

Resource Name: Harmony

Resource ID: SCR_018809

Record Creation Time: 20220129T080342+0000

Record Last Update: 20260731T043035+0000

Ratings and Alerts
No rating or validation information has been found for Harmony.

No alerts have been found for Harmony.

Data and Source Information


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_018809/resolver
https://www.perkinelmer.com/uk/product/harmony-4-8-office-hh17000001

Source: SciCrunch Registry

Usage and Citation Metrics
We found 29 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Pantaledo LC, et al. (2022) Maternal diet-induced obesity during pregnancy alters lipid
supply to mouse E18.5 fetuses and changes the cardiac tissue lipidome in a sex-
dependent manner. eLife, 11.
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