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FunGene

RRID:SCR_018749
Type: Tool

Proper Citation

FunGene (RRID:SCR_018749)

Resource Information

URL: http://fungene.cme.msu.edu/

Proper Citation: FunGene (RRID:SCR_018749)

Description: Functional gene pipeline and repository. Functional gene repository provides
collections of genes in interactive platform, while functional gene pipeline offers suite of
tools for functional gene amplicon processing and analysis. Together they enable key
steps in functional gene based microbial community analysis, from target selection and
primer analysis to amplicon processing and ecological discovery.

Synonyms: FunGene Pipeline

Resource Type: analysis service resource, service resource, data or information
resource, data repository, database, software resource, production service resource,
storage service resource, software toolkit

Defining Citation: PMID:24101916

Keywords: Gene processing, microbial ecology, functional genes, amplification primers,
phylogeny, biogeochemical cycles, amplicon analysis, ecological discovery, microbial
community

Funding: NIEHS P42 ES004911,

USDA National Institute of Food and Agriculture ;
NIDDK UH3 DK083993;

Office of Science U.S. Department of Energy ;
NIEHS

Availability: Free, Freely available
Resource Name: FunGene

Resource ID: SCR_018749



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_018749/resolver
http://fungene.cme.msu.edu/
https://pubmed.ncbi.nlm.nih.gov/24101916

Record Creation Time: 20220129T080341+0000

Record Last Update: 20260729T044445+0000

Ratings and Alerts
No rating or validation information has been found for FunGene.

No alerts have been found for FunGene.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 42 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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microbiology, 16, 1616051.

Yang J, et al. (2025) Effect of dietary Dendrobium nobile Lindl. On production
performance, immune function and caecal microbiota of Chishui black-bone hens.
Scientific reports, 15(1), 9745.

Xiang H, et al. (2025) Spatiotemporal distribution and potential functions of N20O-reducing
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amoA-Gene Expression during Cold Temperature Nitrification Failure in a Full-Scale
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bacteria in a freshwater lake. Environmental microbiology reports, 15(1), 60.
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on soil biological nitrogen fixation after three decades of fertilization. iMeta, 2(1), e81.
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drives plant performance and rhizosphere microbiome adaptations of Astragalus
mongholicus to drought. Environmental microbiology, 24(1), 324.
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e0101622.

Linsong H, et al. (2022) Bioaugmentation with methanogenic culture to improve methane
production from chicken manure in batch anaerobic digestion. Chemosphere, 303(Pt 3),
135127.

Oshiki M, et al. (2022) N20 Reduction by Gemmatimonas aurantiaca and Potential
Involvement of Gemmatimonadetes Bacteria in N20O Reduction in Agricultural Soils.
Microbes and environments, 37(2).




