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Pittsburgh University HSCRF Genomics Research

Core Facility
RRID:SCR_018301
Type: Tool

Proper Citation

Pittsburgh University HSCRF Genomics Research Core Facility (RRID:SCR_018301)

Resource Information

URL: http://www.genetics.pitt.edu

Proper Citation: Pittsburgh University HSCRF Genomics Research Core Facility
(RRID:SCR_018301)

Description: Offers high throughput genomics services, technical expertise and support
with experimental design and protocol development. Includes Nucleic Acid Services,
genetic and genomic DNA analysis with sequencing available in standard, high-throughput
and next-generation formats, Genome-wide MicroArray or RNA-seq and targeted RNA
analysis, Next Generation Sequencing,Drop Seq.

Synonyms: University of Pittsburgh Genomics Research Core, University of Pittsburgh
HSCRF Genomics Research Core

Resource Type: access service resource, service resource, core facility

Keywords: Genomic service, technical expertise, experimental design, protocol
development, DNA, RNA, analysis, sequencing, microarray, ABRF

Availability: Open

Resource Name: Pittsburgh University HSCRF Genomics Research Core Facility
Resource ID: SCR_018301

Alternate IDs: ABRF_80

Alternate URLSs: https://coremarketplace.org/?FacilitylD=80

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260729T044439+0000
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Ratings and Alerts

No rating or validation information has been found for Pittsburgh University HSCRF
Genomics Research Core Facility.

No alerts have been found for Pittsburgh University HSCRF Genomics Research Core
Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 31 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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