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Proteomic Data Commons

RRID:SCR_018273
Type: Tool

Proper Citation

Proteomic Data Commons (RRID:SCR_018273)

Resource Information

URL: https://pdc.cancer.gov/pdc/

Proper Citation: Proteomic Data Commons (RRID:SCR_018273)

Description: Portal to make cancer related proteomic datasets easily accessible to public.
Facilitates multiomic integration in support of precision medicine through interoperability
with other resources. Developed to advance our understanding of how proteins help to
shape risk, diagnosis, development, progression, and treatment of cancer. One of several
repositories within NCI Cancer Research Data Commons which enables researchers to
link proteomic data with other data sets (e.g., genomic and imaging data) and to submit,
collect, analyze, store, and share data throughout cancer data ecosystem. PDC provides
access to highly curated and standardized biospecimen, clinical, and proteomic data,
intuitive interface to filter, query, search, visualize and download data and metadata.
Provides common data harmonization pipeline to uniformly analyze all PDC data and
provides advanced visualization of quantitative information. Cloud based (Amazon Web
Services) infrastructure facilitates interoperability with AWS based data analysis tools and
platforms natively. Application programming interface (API) provides cloud-agnostic data
access and allows third parties to extend functionality beyond PDC. Structured workspace
that serves as private user data store and also data submission portal. Distributes
controlled access data, such as patient-specific protein fasta sequence databases, with
dbGaP authorization and eRA Commons authentication.

Abbreviations: PDC

Resource Type: analysis service resource, service resource, data or information
resource, data repository, database, production service resource, storage service
resource

Keywords: Cancer, proteomic, data, precision medicine, diagnosis, treatment, analysis,
biospeciment, clinical data, metadata

Related Condition: cancer



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_018273/resolver
https://pdc.cancer.gov/pdc/

Availability: Restricted

Resource Name: Proteomic Data Commons
Resource ID: SCR_018273

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260729T044453+0000

Ratings and Alerts

No rating or validation information has been found for Proteomic Data Commons.

No alerts have been found for Proteomic Data Commons.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 66 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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and Preliminary Exploration of TIMD4 in Renal Cell Carcinoma. Journal of cellular and
molecular medicine, 29(12), e70671.
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