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cowplot

RRID:SCR_018081
Type: Tool

Proper Citation

cowplot (RRID:SCR_018081)

Resource Information

URL.: https://cran.r-project.org/web/packages/cowplot/index.html

Proper Citation: cowplot (RRID:SCR_018081)

Description: Software R package as streamlined plot theme and plot annotations for
ggplot2. Provides various features that help with creating publication quality figures with
ggplot2, such as set of themes, functions to align plots and arrange them into complex
compound figures, and functions that make it easy to annotate plots and or mix plots with
images.

Synonyms: R package cowplot

Resource Type: software application, data visualization software, data processing
software, software resource

Keywords: Plot, annotation, publication figure, image
Availability: Free, Available for download, Freely available
Resource Name: cowplot

Resource ID: SCR_018081

Alternate URLSs: https://wilkelab.org/cowplot/

License: GPL-2

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260728T043548+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_018081/resolver
https://cran.r-project.org/web/packages/cowplot/index.html

No rating or validation information has been found for cowplot.

No alerts have been found for cowplot.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 56 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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