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Proper Citation

Bio-Rad: CFX384 Real-Time Detection System (RRID:SCR_018057)

Resource Information

URL: https://www.bio-rad.com/en-us/product/cfx384-touch-real-time-pcr-detection-
system?ID=LJB22YE8Z

Proper Citation: Bio-Rad: CFX384 Real-Time Detection System (RRID:SCR_018057)

Description: Real Time PCR instrument in 384-well format that performs high-throughput
data acquisition. System utilizes temperature control and sensitive, 4-color detection
optics to deliver qPCR results for singleplex or multiplex reactions. Quickly set up runs and
monitor amplification traces in real time on integrated LCD touch screen, or use CFX
Maestro Software to design experiment and analyze results from connected computer.

Synonyms: Bio-Rad CFX384 Real-Time System

Resource Type: instrument resource

Keywords: ABRF, Real-Time Instrument, RT PCR, equipment, Bio Rad

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_018057.pdf

Resource Name: Bio-Rad: CFX384 Real-Time Detection System

Resource ID: SCR_018057

Alternate IDs: Model_Number_CFX384

Alternate URLs: https://www.bio-
rad.com/webroot/web/pdf/lsr/literature/Bulletin_5639C.pdf

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260725T190842+0000
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No rating or validation information has been found for Bio-Rad: CFX384 Real-Time
Detection System.

No alerts have been found for Bio-Rad: CFX384 Real-Time Detection System.

Data and Source Information

Source: SciCrunch Registry
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