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ISB Cancer Genomics Cloud

RRID:SCR_017681
Type: Tool

Proper Citation

ISB Cancer Genomics Cloud (RRID:SCR_017681)

Resource Information

URL.: https://isb-cgc.appspot.com/

Proper Citation: ISB Cancer Genomics Cloud (RRID:SCR_017681)

Description: Web tool as flexible cloud-based platform for cancer genomics research.
Platform that serves as large-scale repository and provides computational infrastructure
necessary to carry out cancer genomics research at unprecedented scales. ISB-CGC is
providing access to TCGA data and computation on Google Cloud Platform.

Abbreviations: ISB-CGC

Synonyms: ISB Cancer Genomics Cloud, Institute for Systems Biology Cancer Genomics
Cloud

Resource Type: service resource, web application, data repository, software resource,
storage service resource

Defining Citation: PMID:29092928

Keywords: Cancer, genomics, repository, data

Funding: National Cancer Institute ;
National Institutes of Health

Availability: Restricted

Resource Name: ISB Cancer Genomics Cloud
Resource ID: SCR_017681

Record Creation Time: 20220129T080336+0000

Record Last Update: 20260729T044436+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_017681/resolver
https://isb-cgc.appspot.com/
https://pubmed.ncbi.nlm.nih.gov/29092928

No rating or validation information has been found for ISB Cancer Genomics Cloud.

No alerts have been found for ISB Cancer Genomics Cloud.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Kim H, et al. (2024) Mapping extrachromosomal DNA amplifications during cancer
progression. Nature genetics, 56(11), 2447.

Luebeck J, et al. (2023) Extrachromosomal DNA in the cancerous transformation of
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