Resource Summary Report

Generated by nidm-terms on Jul 28, 2026

Batch Data and Analysis Tool

RRID:SCR_017515
Type: Tool

Proper Citation

Batch Data and Analysis Tool (RRID:SCR_017515)

Resource Information

URL: http://www.informatics.jax.org/batch_data.shtml

Proper Citation: Batch Data and Analysis Tool (RRID:SCR_017515)

Description: Software tool to access various mouse genome information in batch format.
Batch data and analysis tools.

Resource Type: service resource, data or information resource
Keywords: Mouse, genome, information, batch, format, data, analysis, tool
Availability: Free, Freely available

Resource Name: Batch Data and Analysis Tool

Resource ID: SCR_017515

Record Creation Time: 20220129T080335+0000

Record Last Update: 20260725T190839+0000

Ratings and Alerts
No rating or validation information has been found for Batch Data and Analysis Tool.

No alerts have been found for Batch Data and Analysis Tool.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_017515/resolver
http://www.informatics.jax.org/batch_data.shtml
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400

We found 3 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .

Avila JA, et al. (2025) Single Cell Profiling in the Sox10Dom Hirschsprung Mouse
Implicates Hox Genes in Enteric Neuron Trajectory Allocation. Cellular and molecular
gastroenterology and hepatology, 101590.

Raza A, et al. (2023) A genetic locus complements resistance to Bordetella pertussis-
induced histamine sensitization. Communications biology, 6(1), 244.

Tyler AL, et al. (2019) Network-Based Functional Prediction Augments Genetic
Association To Predict Candidate Genes for Histamine Hypersensitivity in Mice. G3
(Bethesda, Md.), 9(12), 4223.



https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_017515/resolver/mentions

