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RRID:SCR_017356
Type: Tool

Proper Citation

miRpathDB (RRID:SCR_017356)

Resource Information

URL: https://mpd.bioinf.uni-sb.de/

Proper Citation: miRpathDB (RRID:SCR_017356)

Description: Collection of single miRNAs that regulate pathways, gene ontologies and
other categories, hence complementing available miRNA target enrichment programs,
tailored for miRNA sets. New dictionary on microRNAs and target pathways. Database to
augment available target pathway web-servers by providing researches access to
information which pathways are regulated by miRNA, which miRNAs target pathway and
how specific regulations are.

Synonyms: miRNA Pathway Dictionary Database

Resource Type: database, web service, software resource, data access protocol, data or
information resource

Defining Citation: PMID:27742822

Keywords: Collection, miRNA, data, pathway, gene, ontology, dataset, dictionary, target,
regulation, bio.tools

Funding: Saarland University ;
Germany

Resource Name: miRpathDB

Resource ID: SCR_017356

Alternate IDs: biotools:miRPathDb

Alternate URLSs: https://bio.tools/miRPathDB
Record Creation Time: 20220129T080334+0000

Record Last Update: 20260728T043532+0000
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Ratings and Alerts
No rating or validation information has been found for miRpathDB.

No alerts have been found for miRpathDB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 52 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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