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Proper Citation

OGDraw (RRID:SCR_017337)

Resource Information

URL: https://chlorobox.mpimp-golm.mpg.de/OGDraw.html

Proper Citation: OGDraw (RRID:SCR_017337)

Description: Software package for graphical visualization of organellar genomes.
Converts annotations in GenBank format into graphical maps. Used to create visual
representations of circular and linear annotated genome sequences provided as GenBank
files or accession numbers.

Abbreviations: OGDRAW

Synonyms: Draw Organelle Genome Maps, OrganellarGenomeDRAW

Resource Type: software application, service resource, software resource, data
processing software, data visualization software, software toolkit

Defining Citation: PMID:30949694

Keywords: graphical, visualization, organellar, genome, convert, annotation, GenBank,
format, map, DNA, sequence

Funding: Max Planck Society

Availability: Free, Freely available

Resource Name: OGDraw

Resource ID: SCR_017337

Record Creation Time: 20220129T080334+0000

Record Last Update: 20260729T044433+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_017337/resolver
https://chlorobox.mpimp-golm.mpg.de/OGDraw.html
https://pubmed.ncbi.nlm.nih.gov/30949694


No rating or validation information has been found for OGDraw.

No alerts have been found for OGDraw.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 214 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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