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ClustVis

RRID:SCR_017133
Type: Tool

Proper Citation

ClustVis (RRID:SCR_017133)

Resource Information

URL: https://biit.cs.ut.ee/clustvis/

Proper Citation: ClustVis (RRID:SCR_017133)

Description: Web user interface for visualizing clustering of multivariate data. Web server
allows users to upload their own data and create Principal Component Analysis plots and
heatmaps.

Resource Type: service resource, data analysis service, web service, analysis service
resource, software resource, production service resource, data access protocol

Defining Citation: PMID:25969447

Keywords: visualizing, clustering, multivariate, data, principal, component, analysis, plot,
heatmap, bio.tools

Funding: Innovative Medicines Initiative Joint Undertaking ;
European Union Seventh Framework Programme ;

European Federation of Pharmaceutical Industries and Associations ;
European Regional Development Fund ;

Estonian Research Council ;

European Commission ;

EFPIA

Resource Name: ClustVis

Resource ID: SCR_017133

Alternate IDs: biotools:clustvis, OMICS_ 08539

Alternate URLSs: https://github.com/taunometsalu/ClustVis, https://bio.tools/clustvis

License: GNU GPL v3
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Record Creation Time: 20220129T080333+0000
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Ratings and Alerts
No rating or validation information has been found for ClustVis.

Warning: Warning: PCA results may be sensitive to the sample size, population
composition, and the number of columns, in which case the results will not be reliable,
robust, nor replicable and should not be used to draw conclusions.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 798 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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post-fertilization programme in cereal ovules. Nature plants, 11(3), 543.

Menge S, et al. (2025) Comparing loss of individual fragile X proteins suggests strong
links to cellular senescence and aging. Cellular and molecular life sciences : CMLS, 82(1),
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vulgare subsp. spontaneum). Scientific reports, 15(1), 38706.




