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Proper Citation

CATALYST (RRID:SCR_017127)

Resource Information

URL: http://bioconductor.org/packages/CATALYST/

Proper Citation: CATALYST (RRID:SCR_017127)

Description: Software R package to provide pipeline for preprocessing of cytometry data,
including normalization using bead standards, single cell deconvolution, and bead based
compensation.

Synonyms: Cytometry dATa anALYSis Tools

Resource Type: data analysis software, software resource, software application, data
processing software, software toolkit

Defining Citation: PMID:29605184

Keywords: preprocessing, cytometry, data, normalization, bead, standard, single, cell,
deconvulsion, compensation, bio.tools

Funding: Swiss National Science Foundation ;
SNSF Assistant Professorship grant ;
PhosphonetPPM and MetastasiX SystemsX grant ;
NIDDK UC4 DK108132;
European Research Council ;
Roche Postdoctoral Fellowship

Availability: Free, Available for download, Freely available

Resource Name: CATALYST

Resource ID: SCR_017127

Alternate IDs: biotools:catalyst

Alternate URLs: https://github.com/HelenaLC/CATALYST, https://bio.tools/catalyst

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_017127/resolver
http://bioconductor.org/packages/CATALYST/
https://pubmed.ncbi.nlm.nih.gov/29605184


License: GPL

Record Creation Time: 20220129T080333+0000

Record Last Update: 20260728T043529+0000

Ratings and Alerts

No rating or validation information has been found for CATALYST.

No alerts have been found for CATALYST.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 223 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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experimental immunology, 219(1).

Salié H, et al. (2025) Spatial single-cell profiling and neighbourhood analysis reveal the
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VISTA+ regulatory B cells are associated with tumor recurrence in early-stage NSCLC.
Molecular cancer, 24(1), 16.
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Eling N, et al. (2025) Multi-modal image analysis for large-scale cancer tissue studies
within IMMUcan. Cell reports methods, 5(9), 101170.
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Activation. European journal of immunology, 55(9), e70054.

Bueno RJ, et al. (2025) Generation of decellularized human brain tissue for investigating
cell-matrix interactions: a proof-of-concept study. Frontiers in bioengineering and
biotechnology, 13, 1578467.

Wang M, et al. (2025) Comprehensive analysis of B cell repopulation in ocrelizumab-
treated patients with multiple sclerosis by mass cytometry and proteomics. iScience,
28(5), 112383.

Osborn G, et al. (2025) Hyperinflammatory repolarisation of ovarian cancer patient
macrophages by anti-tumour IgE antibody, MOv18, restricts an immunosuppressive
macrophage:Treg cell interaction. Nature communications, 16(1), 2903.
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BEEP trial cohort. Allergy, 80(1), 148.
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