
Resource Summary Report

Generated by nidm-terms on Jul 28, 2026

CCPN Analysis
RRID:SCR_016984
Type: Tool

Proper Citation

CCPN Analysis (RRID:SCR_016984)

Resource Information

URL: https://www.ccpn.ac.uk/v2-software/software/analysis

Proper Citation: CCPN Analysis (RRID:SCR_016984)

Description: Software package for interactive NMR spectrum visualization, resonance
assignment and data analysis. Graphical elements allow to enter information and to view
status of data and library functions manipulate the CCPN data model objects to record the
scientific information. Software is cross platform and works on Linux, Mac OSX, Windows
and Unix.

Abbreviations: CcpNmr Analysis

Synonyms: CcpNmr Analysis, CCPN Analysis v2, CCPN Analysis v3

Resource Type: data visualization software, data analysis software, software resource,
software application, data processing software

Defining Citation: PMID:21953355, PMID:15815974

Keywords: interactive, NMR, specturm, visualization, resonance, data, analysis

Funding: Deutsche Forschungsgemeinschaft ;
Biotechnology and Biological Sciences Research Council (UK)

Availability: Public, Available for download, Free of charge for non profit institutions,
Tutorial available

Resource Name: CCPN Analysis

Resource ID: SCR_016984

License: CCPN licence

Record Creation Time: 20220129T080333+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_016984/resolver
https://www.ccpn.ac.uk/v2-software/software/analysis
https://pubmed.ncbi.nlm.nih.gov/21953355
https://pubmed.ncbi.nlm.nih.gov/15815974


Record Last Update: 20260728T043528+0000

Ratings and Alerts

No rating or validation information has been found for CCPN Analysis.

No alerts have been found for CCPN Analysis.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 47 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Lin CC, et al. (2023) The combined action of the intracellular regions regulates FGFR2
kinase activity. Communications biology, 6(1), 728.

Masone A, et al. (2023) A tetracationic porphyrin with dual anti-prion activity. iScience,
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