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riboWaltz

RRID:SCR_016948
Type: Tool

Proper Citation

riboWaltz (RRID:SCR_016948)

Resource Information

URL.: https://github.com/LabTranslationalArchitectomics/RiboWaltz

Proper Citation: riboWaltz (RRID:SCR_016948)

Description: Software R package for calculation of optimal P-site offsets, diagnostic
analysis and visual inspection of ribosome profiling data. Works for read alignments based
on transcript coordinates.

Resource Type: data visualization software, data analysis software, software resource,
software application, data processing software

Defining Citation: PMID:30102689

Keywords: calculation, optimal, Psite, offset, diagnostic, analysis, visual, inspection,
ribosome, profiling, data, read, alignment, transcript, coordinate

Funding: Autonomous Province of Trento ;
Wellcome Trust

Availability: Free, Available for download, Freely available
Resource Name: riboWaltz

Resource ID: SCR_016948

License: MIT License

Record Creation Time: 20220129T080332+0000

Record Last Update: 20260728T043523+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_016948/resolver
https://github.com/LabTranslationalArchitectomics/RiboWaltz
https://pubmed.ncbi.nlm.nih.gov/30102689

No rating or validation information has been found for riboWaltz.

No alerts have been found for riboWaltz.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 21 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Ruiz Cuevas MV, et al. (2021) Most non-canonical proteins uniquely populate the
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DDX3Y facilitates MYC-driven lymphomagenesis. Molecular cell, 81(19), 4059.
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