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Proper Citation

CIRCexplorer (RRID:SCR_016893)

Resource Information

URL: https://github.com/YangLab/CIRCexplorer

Proper Citation: CIRCexplorer (RRID:SCR_016893)

Description: Software tool as a combined strategy to identify junction reads from back
spliced exons and intron lariats. Computational pipeline to precisely identify junction reads
from Circularized Exons. Used to identify circular RNAs (circRNAs and ciRNAs).

Resource Type: sequence analysis software, data analysis software, software resource,
software application, data processing software

Defining Citation: PMID:25242744

Keywords: identify, read, back, spliced, exon, intron, lariat, junction, circularized,
circRNA, ciRNA

Funding: CAS ;
MOST ;
NSFC ;
SIBS

Availability: Free, Available for download, Freely available

Resource Name: CIRCexplorer

Resource ID: SCR_016893

Alternate IDs: SCR_016894

Alternate URLs: http://yanglab.github.io/CIRCexplorer/

License: MIT licence

Record Creation Time: 20220129T080332+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_016893/resolver
https://github.com/YangLab/CIRCexplorer
https://pubmed.ncbi.nlm.nih.gov/25242744


Record Last Update: 20260728T043526+0000

Ratings and Alerts

No rating or validation information has been found for CIRCexplorer.

No alerts have been found for CIRCexplorer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 22 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Gan X, et al. (2020) CircMUC16 promotes autophagy of epithelial ovarian cancer via
interaction with ATG13 and miR-199a. Molecular cancer, 19(1), 45.
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One Health Perspective. Frontiers in genetics, 11, 999.
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Patients. Frontiers in oncology, 10, 812.
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Humphreys DT, et al. (2019) Ularcirc: visualization and enhanced analysis of circular
RNAs via back and canonical forward splicing. Nucleic acids research, 47(20), e123.
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plant science, 10, 379.
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in Innate Immunity. Cell, 177(4), 865.
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