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Proper Citation

sleuth (RRID:SCR_016883)

Resource Information

URL: https://pachterlab.github.io/sleuth/about

Proper Citation: sleuth (RRID:SCR_016883)

Description: Software tool for analysis of RNA-Seq experiments for which transcript
abundances have been quantified with kallisto. Used for the differential analysis of gene
expression data that utilizes bootstrapping in conjunction with response error linear
modeling to decouple biological variance from inferential variance.

Resource Type: software application, software resource, data processing software, data
analysis software

Defining Citation: PMID:28581496

Keywords: differential, analysis, RNA-Seq, data, gene, expression, bootstrapping, error,
linear, modeling, decouple, biological, variance, inferential, bio.tools

Funding: NIDDK R01 DK094699;
NHGRI R01 HG006129

Availability: Free, Available for download, Freely available

Resource Name: sleuth

Resource ID: SCR_016883

Alternate IDs: biotools:sleuth, BioTools:sleuth

Alternate URLs: https://bio.tools/sleuth, https://bio.tools/sleuth, https://bio.tools/sleuth

License: GNU General Public License v3.0

Record Creation Time: 20220129T080332+0000

Record Last Update: 20260728T043526+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_016883/resolver
https://pachterlab.github.io/sleuth/about
https://pubmed.ncbi.nlm.nih.gov/28581496


Ratings and Alerts

No rating or validation information has been found for sleuth.

No alerts have been found for sleuth.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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80(6), 1055.

Schumacker ST, et al. (2020) RNA sequencing analysis of the human retina and
associated ocular tissues. Scientific data, 7(1), 199.

Terrey M, et al. (2020) GTPBP1 resolves paused ribosomes to maintain neuronal
homeostasis. eLife, 9.
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