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MARRVEL

RRID:SCR_016871
Type: Tool

Proper Citation

MARRVEL (RRID:SCR_016871)

Resource Information

URL: http://marrvel.org/

Proper Citation: MARRVEL (RRID:SCR_016871)

Description: Web tool to search multiple public variant databases simultaneously and
provide a unified interface to facilitate the search process. Used for integration of human
and model organism genetic resources to facilitate functional annotation of the human
genome. Used for analysis of human genes and variants by cross-disciplinary integration
of records available in public databases to facilitate clinical diagnosis and basic research.

Abbreviations: MARRVEL
Synonyms: Model organism Aggregated Resources for Rare Variant ExpLoration

Resource Type: service resource, data or information resource, data analysis service,
database, production service resource, analysis service resource

Defining Citation: PMID:28502612

Keywords: integration, database, model, genetic, resource, functional, annotation,
genome, data, analysis, dataset, rare, variant, exploration, bio.tools

Funding: NINDS 1U54NS093793;

NIH Office of the Director R24 OD022005;
The Robert and Janice McNair Foundation ;
Baylor College of Medicine Medical Scientist Training Program ;
NINDS U54 NS093793;

NIGMS R01 GM067858;

NIGMS R01 GM120033;

NSF DMS 1263932;

CPRIT RP170387;

Houston Endowment ;

Huffington Foundation ;



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_016871/resolver
http://marrvel.org/
https://pubmed.ncbi.nlm.nih.gov/28502612

Belfer Foundation ;

T T Chao Family Foundation ;

NIGMS R01 GM067761;

NIGMS R01 GM084947;

NCRR R24 RR032668;

NIH Office of the Director R24 OD021997;
NCI P30 CA06516;

NHGRI U01 HG007709;

Simons Foundation

Availability: Free, Public, Freely available
Resource Name: MARRVEL

Resource ID: SCR_016871

Alternate IDs: biotools:marrvel

Alternate URLSs: https://bio.tools/marrvel

Record Creation Time: 20220129T080332+0000

Record Last Update: 20260729T044425+0000

Ratings and Alerts
No rating or validation information has been found for MARRVEL.

No alerts have been found for MARRVEL.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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