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MAST

RRID:SCR_016340
Type: Tool

Proper Citation

MAST (RRID:SCR_016340)

Resource Information

URL: https://bioconductor.org/packages/release/bioc/html/MAST.html

Proper Citation: MAST (RRID:SCR_016340)

Description: Software as an open source package for assessing transcriptional changes
and characterizing heterogeneity in single-cell RNA sequencing data.

Abbreviations: MAST
Synonyms: Model based Analysis of Single Cell Transcriptomics

Resource Type: data analysis software, data processing software, software application,
software toolkit, software resource

Defining Citation: DOI:10.5281/zenodo.18539

Keywords: model, based, analysis, single, cell, transcriptomics, RNA, sequencing, data

Funding: NIH DP2 DE023321;
NIBIB RO1 EB008400:;
Bill and Melinda Gates Foundation OPP1032317

Availability: Free, Available for download, Freely available
Resource Name: MAST

Resource ID: SCR_016340

Alternate URLSs: https://github.com/RGLab/MAST/
License: GPL

Record Creation Time: 20220129T080330+0000

Record Last Update: 20260810T040640+0000
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Ratings and Alerts
No rating or validation information has been found for MAST.

No alerts have been found for MAST.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 106 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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