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CRISPOR

RRID:SCR_015935
Type: Tool

Proper Citation

CRISPOR (RRID:SCR_015935)

Resource Information

URL.: http://crispor.tefor.net

Proper Citation: CRISPOR (RRID:SCR_015935)

Description: Web application that helps design, evaluate and clone guide sequences for
the CRISPR/Cas9 system. This sgRNA design tool assists with guide selection in a variety
of genomes and pre-calculated results for all human coding exons as a UCSC Genome
Browser track.

Resource Type: web application, software resource

Defining Citation: PMID:27380939

Keywords: rna, sg, sgrna, crispr, genome, off-target, prediction, accuracy, clone, cas9,
coding, exon

Funding: MRC 53658;

NIH Office of the Director U42 OD011174;

NHGRI U41 HG002371;

NCI U54 HG007990;

California Institute of Regenerative Medicine GC1R-06673C;
Agence Nationale pour la Recherche ;

Fondation pour la Recherche Médicale DEQ20140329544

Availability: Free, Available for download

Resource Name: CRISPOR

Resource ID: SCR_015935

Alternate URLSs: https://github.com/maximilianh/crisporWebsite

License: GPLv3
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Record Creation Time: 20220129T080328+0000
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Ratings and Alerts
No rating or validation information has been found for CRISPOR.

No alerts have been found for CRISPOR.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1320 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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