Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

BloodSpot

RRID:SCR_015563
Type: Tool

Proper Citation

BloodSpot (RRID:SCR_015563)

Resource Information

URL.: http://servers.binf.ku.dk/bloodspot/

Proper Citation: BloodSpot (RRID:SCR_015563)

Description: Database that provides gene expression profiles of genes and gene
signatures in healthy and malignant hematopoiesis and includes data from both humans
and mice. In addition to the default plot, which displays an integrated expression plot, two
additional levels of visualization are available: an interactive tree showing the hierarchical
relationship between the samples, and a Kaplan-Meier survival plot. The database is sub-
divided into several datasets that are accessible for browsing.

Resource Type: data or information resource, database

Defining Citation: DOI:10.1093/nar/gkv1101

Keywords: human gene signature, mouse gene signature, human gene database, mouse
gene database, hematopoiesis, blood cell database, FASEB list

Funding: Danish Research Council for Strategic Research ;
NovoNordisk Foundation

Availability: Open source

Resource Name: BloodSpot

Resource ID: SCR_015563

Record Creation Time: 20220129T080326+0000

Record Last Update: 20260729T044352+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_015563/resolver
http://servers.binf.ku.dk/bloodspot/
https://dx.doi.org/10.1093/nar/gkv1101

No rating or validation information has been found for BloodSpot.

No alerts have been found for BloodSpot.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 85 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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