
Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

Agilent: 2200 TapeStation Instrument
RRID:SCR_014994
Type: Tool

Proper Citation

Agilent: 2200 TapeStation Instrument (RRID:SCR_014994)

Resource Information

URL: https://www.agilent.com/cs/library/datasheets/Public/5991-2541EN.pdf

Proper Citation: Agilent: 2200 TapeStation Instrument (RRID:SCR_014994)

Description: Hardware system which automates RNA, DNA, and protein sample QC,
including sample loading, separation, and imaging.

Synonyms: Agilent 2200 TapeStation, Agilent 2200 TapeStation system

Resource Type: instrument resource

Keywords: rna, dna, protein sample qc, quality control, agilent, hardware, instrument,
equipment, USEDit

Specification URL:
https://drive.google.com/file/d/1E6jznqjHFiDbbTFiJ1ccNsZnhp_YzD5s/view?usp=drivesdk

Resource Name: Agilent: 2200 TapeStation Instrument

Resource ID: SCR_014994

Alternate URLs: https://www.agilent.com/cs/library/usermanuals/public/G2964-
90000_TapeStation_USR_ENU.pdf

Old URLs: http://www.genomics.agilent.com/en/TapeStation-System/2200-TapeStation-
Instrument/?cid=AG-PT-181&tabId=AG-PR-1004

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260725T190807+0000

Ratings and Alerts
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No rating or validation information has been found for Agilent: 2200 TapeStation
Instrument.

No alerts have been found for Agilent: 2200 TapeStation Instrument.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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