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Proper Citation

Online Resource for Community Annotation of Eukaryotes (RRID:SCR_014989)

Resource Information

URL: http://bioinformatics.psb.ugent.be/orcae/

Proper Citation: Online Resource for Community Annotation of Eukaryotes
(RRID:SCR_014989)

Description: Online genome annotation tool for validating and correcting gene
annotations. OrcAE is community-driven and can be edited by account-holders in the
research community.

Abbreviations: OrcAE, ORCAE

Synonyms: Online Resource for Community Annotation of Eukaryotes (OrcAE)

Resource Type: data or information resource, wiki, narrative resource

Defining Citation: PMID:23132114

Keywords: genome annotation, gene validation, community driven, bio.tools

Availability: Free, Account required, The research community can contribute to this
resource

Resource Name: Online Resource for Community Annotation of Eukaryotes

Resource ID: SCR_014989

Alternate IDs: biotools:orcae

Alternate URLs: https://bio.tools/orcae

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260729T044339+0000
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https://pubmed.ncbi.nlm.nih.gov/23132114


Ratings and Alerts

No rating or validation information has been found for Online Resource for Community
Annotation of Eukaryotes.

No alerts have been found for Online Resource for Community Annotation of Eukaryotes.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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