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Type: Tool

Proper Citation

Agilent Feature Extraction Software (RRID:SCR_014963)

Resource Information

URL: http://www.genomics.agilent.com/en/Microarray-Scanner-Processing-
Hardware/Feature-Extraction-Software/?cid=AG-PT-144&tabId=AG-PR-1050

Proper Citation: Agilent Feature Extraction Software (RRID:SCR_014963)

Description: Software that automatically reads and processes up to 100 raw microarray
image files. The software finds and places microarray grids, rejects outlier pixels,
accurately determines feature intensities and ratios, flags outlier pixels, and calculates
statistical confidences.

Resource Type: software application, image analysis software, software resource, data
processing software

Keywords: microarray image file, feature extraction, image analysis, image

Availability: Commercially available, Noncommercial, Available for purchase, License
required, License required for commercial use

Resource Name: Agilent Feature Extraction Software

Resource ID: SCR_014963

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260728T043446+0000

Ratings and Alerts

No rating or validation information has been found for Agilent Feature Extraction Software.

No alerts have been found for Agilent Feature Extraction Software.

Data and Source Information
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Usage and Citation Metrics

We found 1485 mentions in open access literature.
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