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Proper Citation

Gamess (RRID:SCR_014896)

Resource Information

URL: http://www.msg.chem.iastate.edu/gamess/

Proper Citation: Gamess (RRID:SCR_014896)

Description: Software program for ab initio molecular quantum chemistry. GAMESS can
compute SCF wavefunctions ranging from RHF, ROHF, UHF, GVB, and MCSCF.
Capabilities include using nuclear gradients for automatic geometry optimization, modeling
of solvent effects, computation of the energy hessian for prediction of vibrational
frequencies, as well as computation of nuclear wavefunctions. The program can also
compute variety of molecular properties, ranging from simple dipole moments to frequency
dependent hyperpolarizabilities.

Synonyms: The General Atomic and Molecular Electronic Structure System

Resource Type: source code, software resource

Keywords: molecular quantum chemistry, molecular properties, computation, analysis,
visualization

Resource Name: Gamess

Resource ID: SCR_014896

License URLs: http://www.msg.chem.iastate.edu/gamess/License_Agreement.html

Record Creation Time: 20220129T080322+0000

Record Last Update: 20260729T044337+0000

Ratings and Alerts

No rating or validation information has been found for Gamess.

No alerts have been found for Gamess.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_014896/resolver
http://www.msg.chem.iastate.edu/gamess/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 263 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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cytokines storms. Scientific reports, 15(1), 15225.

Singh BG, et al. (2025) Experimental and Theoretical Studies on Reaction Kinetics,
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Ghavi Z, et al. (2025) Molecular dynamics insights into non-covalent functionalization of
boron nitride nanotubes for doxorubicin delivery. Scientific reports, 15(1), 30213.
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e27544.
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tuberculosis Phe-tRNA synthetase. European journal of medicinal chemistry, 287, 117335.
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Tsuneda T, et al. (2025) Bridging electron and nuclear motions in chemical reactions
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