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Proper Citation

NAMD (RRID:SCR_014894)

Resource Information

URL: http://www.ks.uiuc.edu/Research/namd/

Proper Citation: NAMD (RRID:SCR_014894)

Description: Parallel molecular dynamics code designed for high-performance simulation
of large biomolecular systems. NAMD uses the popular molecular graphics program VMD
for simulation setup and trajectory analysis, but is also file-compatible with AMBER,
CHARMM, and X-PLOR.

Resource Type: software application, simulation software, source code, software
resource

Defining Citation: PMID:16222654

Keywords: simulation, molecules, biomolecular systems, visualization
Availability: Open source

Resource Name: NAMD

Resource ID: SCR_014894

Record Creation Time: 20220129T080322+0000

Record Last Update: 20260729T044334+0000

Ratings and Alerts
No rating or validation information has been found for NAMD.

No alerts have been found for NAMD.

Data and Source Information
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Source: SciCrunch Registry

Usage and Citation Metrics
We found 2632 mentions in open access literature.
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