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RAST Server

RRID:SCR_014606
Type: Tool

Proper Citation

RAST Server (RRID:SCR_014606)

Resource Information

URL: http://rast.nmpdr.org

Proper Citation: RAST Server (RRID:SCR_014606)

Description: A SEED-quality automated service that annotates complete or nearly
complete bacterial and archaeal genomes across the entire phylogenetic tree. RAST can
also be used to analyze draft genomes.

Abbreviations: RAST

Synonyms: Rapid Annotation using Subsystem Technology, Rapid Annotation using
Subsystem Technology Server

Resource Type: service resource, production service resource

Defining Citation: PMID:18261238

Keywords: microbiome, seed, annotate, genome, bacteria, archaea, service, bio.tools

Funding: National Science Foundation 0850546;
NIAID contract HHSN272200900040C

Availability: Free for the scientific community, Login required
Resource Name: RAST Server

Resource ID: SCR_014606

Alternate IDs: biotools:theseed

Alternate URLSs: https://bio.tools/theseed

Record Creation Time: 20220129T080321+0000

Record Last Update: 20260725T190801+0000
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Ratings and Alerts
No rating or validation information has been found for RAST Server.

No alerts have been found for RAST Server.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 907 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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