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IMAGIC

RRID:SCR_014447
Type: Tool

Proper Citation

IMAGIC (RRID:SCR_014447)

Resource Information

URL.: https://www.imagescience.de/imagic.html

Proper Citation: IMAGIC (RRID:SCR_014447)

Description: An image analysis software that can process spectra and other multi-
dimensional data-sets. The software package is aimed at processing large data sets from
(cryo-) electron microscopy, especially in the field of single particle analyses. This
software can be used with light and raster-tunneling microscopes, computer tomographs,
FT-IR spectrometers and other signal collecting devices. This resource provides three-
dimensional data processing and angular reconstitution modules that allow the three-
dimensional reconstruction with point-group symmetry from the two dimensional electron
microscopy projections. These models aid in the analysis of the macromolecules.

Resource Type: image analysis software, software resource, software application, image
processing software, data processing software

Defining Citation: PMID:8742718

Keywords: image analysis, spectra, multi-dimensional data, macromolecule, 3d
processing, tomograph, spectrometer, software environment

Availability: Commercial, Account needed for download
Resource Name: IMAGIC

Resource ID: SCR_014447

Record Creation Time: 20220129T080320+0000

Record Last Update: 20260728T043438+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_014447/resolver
https://www.imagescience.de/imagic.html
https://pubmed.ncbi.nlm.nih.gov/8742718

No rating or validation information has been found for IMAGIC.

No alerts have been found for IMAGIC.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 217 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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