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Proper Citation

GeneMapper (RRID:SCR_014290)

Resource Information

URL: https://www.thermofisher.com/order/catalog/product/4475073

Proper Citation: GeneMapper (RRID:SCR_014290)

Description: Genotyping software package that provides DNA sizing and quality allele
calls for all Applied Biosystems electrophoresis-based genotyping systems. GeneMapper
specializes in multiapplication functionality, including amplified fragment length
polymorphism, loss of heterozygosity, microsatellite, and SNP genotyping analysis. The
software provides remote auto-analysis and command line operation, and allows for
multiuser, client-server deployment.

Synonyms: , GeneMapper Software 5, GeneMapper Software 6, GeneMapper Software

Resource Type: software application, data analysis software, sequence analysis
software, software resource, data processing software

Keywords: genotyping software, sequence analysis software, multiplication functionality,
dna sizing, allele call, electrophoresis genotyping system

Availability: Restricted

Resource Name: GeneMapper

Resource ID: SCR_014290

Alternate URLs: https://www.thermofisher.com/order/catalog/product/de/en/4370784,
https://www.thermofisher.com/document-connect/document-
connect.html?url=https://assets.thermofisher.com/TFS-
Assets%2FLSG%2Fmanuals%2F4476603A.pdf,

Old URLs:
https://products.appliedbiosystems.com/ab/en/US/adirect/ab?cmd=catNavigate2&catID=600798&tab=DetailInfo

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_014290/resolver
https://www.thermofisher.com/order/catalog/product/4475073


License URLs: http://www.thermofisher.com/us/en/home/global/terms-and-
conditions.html

Record Creation Time: 20220129T080319+0000

Record Last Update: 20260729T044327+0000

Ratings and Alerts

No rating or validation information has been found for GeneMapper .

No alerts have been found for GeneMapper .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 5231 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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