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Skyline

RRID:SCR_014080
Type: Tool

Proper Citation

Skyline (RRID:SCR_014080)

Resource Information

URL.: https://skyline.gs.washington.edu/labkey/project/home/software/Skyline/begin.view

Proper Citation: Skyline (RRID:SCR_014080)

Description: Software tool as Windows client application for targeted proteomics method
creation and quantitative data analysis. Open source document editor for creating and
analyzing targeted proteomics experiments. Used for large scale quantitative mass
spectrometry studies in life sciences.

Resource Type: software application, software resource, data processing software, data
analysis software

Defining Citation: PMID:20147306

Keywords: Proteomics, SRM, MRM, DDA, DIA, shotgun, mass, spectrometry, data,
analysis, quantitative

Funding: NCI U24 CA126479;
NIDDK RO1 DK069386;
NCRR P41 RR011823;

NIA P30 AG013280;

NHLBI RO1 HL082747

Availability: Free, Available for download, Freely available
Resource Name: Skyline

Resource ID: SCR_014080

License: Apache 2.0

Record Creation Time: 20220129T080318+0000

Record Last Update: 20260728T043432+0000



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_014080/resolver
https://skyline.gs.washington.edu/labkey/project/home/software/Skyline/begin.view
https://pubmed.ncbi.nlm.nih.gov/20147306

Ratings and Alerts
No rating or validation information has been found for Skyline.

No alerts have been found for Skyline.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2805 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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metabolism. Metabolism: clinical and experimental, 174, 156413.
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Receptor Ligand-Directed Degrader and Antagonist, for the Treatment of Advanced
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for Cancer Research, 32(1), 224.
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Endocrinology and metabolism, 328(6), E962.

Lin C, et al. (2025) Cholesterol metabolism regulated by CAMKK2-CREB signaling
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vesicles identifies a diagnostic biomarker panel for colorectal cancer. Cell reports.
Medicine, 6(5), 102090.
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37(11), 2220.
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Huang Y, et al. (2025) Paracetamol, its metabolites, and their transfer between maternal
circulation and fetal brain in mono- and combination therapies. Pharmacological reports :
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Li F, et al. (2025) Phosphoproteomics profiling of sorafenib-resistant hepatocellular
carcinoma patient-derived xenografts reveals potential therapeutic strategies. iScience,
28(1), 111657.

Yeh HW, et al. (2025) Mitochondrial glutathione import enables breast cancer metastasis
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Macrophage and Tumor Coevolution Reveals Therapeutic MHC-I Peptides in
Glioblastoma. Cancer research, 85(24), 4958.
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Luan Y, et al. (2025) Decoupling actin assembly from microtubule disassembly by
TBC1D3C-mediated direct GEF-H1 activation. Life science alliance, 8(1).
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2 Infection. Identification of Plasma Protein Readouts. Journal of proteome research,
24(1), 171.

Staffeldt L, et al. (2025) Depletion of ??1,6-N-acetylglucosaminyltransferase reduces E-
selectin binding capacity and migratory potential of human gastrointestinal
adenocarcinoma cells. Neoplasia (New York, N.Y.), 59, 101083.




