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Proper Citation

Informatics for Integrating Biology and the Bedside (RRID:SCR_013629)

Resource Information

URL: http://www.i2b2.org

Proper Citation: Informatics for Integrating Biology and the Bedside (RRID:SCR_013629)

Description: i2b2 (Informatics for Integrating Biology and the Bedside) is an NIH-funded
National Center for Biomedical Computing based at Partners HealthCare System. The
i2b2 Center is developing a scalable informatics framework that will enable clinical
researchers to use existing clinical data for discovery research and, when combined with
IRB-approved genomic data, facilitate the design of targeted therapies for individual
patients with diseases having genetic origin. For some resources (e.g. software) the use of
the resource requires accepting a specific (e.g. OpenSource) license.

Abbreviations: i2b2

Resource Type: training resource, organization portal, data set, software resource, portal,
data or information resource

Keywords: genetic, biology, biomedical, computing, genomic, health, healthcare,
informatic, origin, patient, therapy, predoctoral, postdoctoral

Funding: NLM U54LM008748

Availability: Free, Public, Acknowledgement requested

Resource Name: Informatics for Integrating Biology and the Bedside

Resource ID: SCR_013629

Alternate IDs: nif-0000-33133

Record Creation Time: 20220129T080317+0000

Record Last Update: 20260728T043427+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
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No rating or validation information has been found for Informatics for Integrating Biology
and the Bedside.

No alerts have been found for Informatics for Integrating Biology and the Bedside.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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