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Ensembl Genome Browser

RRID:SCR_013367
Type: Tool

Proper Citation

Ensembl Genome Browser (RRID:SCR_013367)

Resource Information

URL.: http://Mar2008.archive.ensembl.org

Proper Citation: Ensembl Genome Browser (RRID:SCR_013367)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on March
17,2022. Genome databases for vertebrates and other eukaryotic species. Analysis and
annotation maintained on current data.Distribution of analysis to other bioinformatics
laboratories. Ensembl concentrates on vertebrate genomes, but other groups have
adapted system for use with plant and fungal genomes (see Powered by Ensembl list on
website).

Resource Type: database, data or information resource

Funding: European Bioinformatics Institute ;
Wellcome Trust Sanger Institute

Availability: THIS RESOURCE IS NO LONGER IN SERVICE.
Resource Name: Ensembl Genome Browser

Resource ID: SCR_013367

Alternate IDs: nif-0000-30518

Alternate URLS: http://uswest.ensembl.org/index.html

Record Creation Time: 20220129T080315+0000

Record Last Update: 20260725T191206+0000

Ratings and Alerts

No rating or validation information has been found for Ensembl Genome Browser.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_013367/resolver
http://Mar2008.archive.ensembl.org

No alerts have been found for Ensembl Genome Browser.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1179 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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mechanism. Nucleic acids research, 53(2).
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