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GASSOC

RRID:SCR_013136
Type: Tool

Proper Citation

GASSOC (RRID:SCR_013136)

Resource Information

URL: http://mayoresearch.mayo.edu/mayo/research/schaid lab/software.cfm

Proper Citation: GASSOC (RRID:SCR_013136)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on May
24,2023. Software application for statistical methods for disease and genetic marker
associations using cases and their parents. These methods include an extension of the
transmission/disequilibrium test (TDT) for multiple marker alleles, as well as additional
general tests sensitive to associations that depend on dominant or recessive genetic
mechanisms. (entry from Genetic Analysis Software)

Synonyms: Genetic ASSOCiation analysis software for cases and parent
Resource Type: software application, software resource

Keywords: gene, genetic, genomic, ¢, unix, sunos, solaris

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: GASSOC

Resource ID: SCR_013136

Alternate IDs: nix_154077

Record Creation Time: 20220129T080314+0000

Record Last Update: 20260727T040550+0000

Ratings and Alerts
No rating or validation information has been found for GASSOC.

No alerts have been found for GASSOC.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_013136/resolver
http://mayoresearch.mayo.edu/mayo/research/schaid_lab/software.cfm

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Subjects with Extreme HDL Levels. Frontiers in genetics, 3, 89.
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arsenic methyltransferase and methylene-tetrahydrofolate reductase, arsenic exposure
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e25452.

Del Greco M F, et al. (2011) Genome-wide association analysis and fine mapping of NT-
proBNP level provide novel insight into the role of the MTHFR-CLCN6-NPPA-NPPB gene
cluster. Human molecular genetics, 20(8), 1660.
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Wang SS, et al. (2010) Common genetic variants and risk for HPV persistence and
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