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Proper Citation

National Institute of General Medical Sciences (RRID:SCR_012887)

Resource Information

URL: http://www.nigms.nih.gov/

Proper Citation: National Institute of General Medical Sciences (RRID:SCR_012887)

Description: NIGMS supports basic biomedical research that is not targeted to specific
diseases. NIGMS funds studies on genes, proteins, and cells, as well as on fundamental
processes like communication within and between cells, how our bodies use energy, and
how we respond to medicines. The results of this research increase our understanding of
life and lay the foundation for advances in disease diagnosis, treatment, and prevention.
NIGMS also supports research training programs that produce the next generation of
biomedical scientists, and it has special programs to encourage underrepresented
minorities to pursue biomedical research careers. The National Institute of General
Medical Sciences (NIGMS) primarily supports research that lays the foundation for
advances in disease diagnosis, treatment, and prevention. The Institute's research training
programs help provide the next generation of scientists. Each year, NIGMS-supported
scientists make many advances in understanding fundamental life processes. In the
course of answering basic research questions, these investigators increase our knowledge
about the mechanisms and pathways involved in certain diseases. Institute grantees also
develop important new tools and techniques, some of which have medical applications. In
recognition of the significance of their work, a number of NIGMS grantees have received
the Nobel Prize and other high scientific honors. At any given time, NIGMS supports
approximately 4,700 research grants???approximately 11 percent of the grants funded by
NIH as a whole. NIGMS also supports approximately 26 percent of the trainees who
receive assistance from NIH. NIGMS also supports approximately 25% of the trainees
who receive assistance from NIH. The Institute places great emphasis on supporting
investigator-initiated research grants. It funds a limited number of research center grants
in selected fields, including structural genomics, trauma and burn research, and systems
biology. In addition, NIGMS supports several important scientific resources, including the
NIGMS Human Genetic Cell Repository and the Protein Data Bank.

Abbreviations: NIGMS
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Resource Type: institution

Resource Name: National Institute of General Medical Sciences

Resource ID: SCR_012887

Alternate IDs: grid.280785.0, ISNI: 0000 0004 0533 7286, Wikidata: Q6973666,
nlx_inv_1005108, Crossref funder ID: 100000057

Alternate URLs: https://ror.org/04q48ey07

Record Creation Time: 20220129T080313+0000

Record Last Update: 20260725T190742+0000

Ratings and Alerts

No rating or validation information has been found for National Institute of General Medical
Sciences.

No alerts have been found for National Institute of General Medical Sciences.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 417 mentions in open access literature.
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