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Proper Citation

BestGene (RRID:SCR_012605)

Resource Information

URL: https://www.thebestgene.com/

Proper Citation: BestGene (RRID:SCR_012605)

Description: We provide high quality Drosophila transgenic service to both research
institutions and companies. We offer you partial to full service ranging from DNA
preparation, embryo microinjection, screening for white+, yellow+, and/or GFP/RFP
phenotypes, to balancing crosses. Most importantly, the cost of our Drosophila embryo
injection services is more reasonable compared to that of others. With a large number of
facilities and the highly experienced staff, we are able to initiate the process immediately
upon receiving your sample. Our friendly web-based database allows you to track your
sample status, service history and more.

Abbreviations: BestGene

Synonyms: BestGene Inc., BestGene Inc

Resource Type: access service resource, service resource, commercial organization,
core facility

Keywords: FASEB list

Resource Name: BestGene

Resource ID: SCR_012605

Alternate IDs: SciEx_532

Record Creation Time: 20220129T080311+0000

Record Last Update: 20260729T044308+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_012605/resolver
https://www.thebestgene.com/


No rating or validation information has been found for BestGene.

No alerts have been found for BestGene.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 693 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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