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Proper Citation

DNASU Core Facility (RRID:SCR_012185)

Resource Information

URL: https://dnasu.org/DNASU/Home.do

Proper Citation: DNASU Core Facility (RRID:SCR_012185)

Description: Core Facility within the Center For Personalized Diagnostics offers both
Sanger DNA sequencing and lllumina NGS services (HiSeq 2000). DNASU is also a
central repository for plasmid clones and collections. We currently store and distribute
over 191,000 plasmids including over 75,000 human and mouse plasmids, full genome
collections from numerous organisms, the protein expression plasmids from the Protein
Structure Initiative as the PSI:Biology-Materials Repository (PSI:Biology-MR), and both
small and large collections from individual researchers.

Synonyms: , DNASU Core Facility at Arizona State University, Arizona State University
DNASU Core Facility, DNA Storage and University plasmid repository

Resource Type: service resource, biomaterial supply resource, access service resource,
core facility, material resource

Defining Citation: PMID:24225319

Keywords: dna sequencing, next generation sequencing, plasmid, repository for plasmid
clones and collections,

Resource Name: DNASU Core Facility

Resource ID: SCR_012185

Alternate IDs: SciEx_ 10298

Old URLSs: http://www.scienceexchange.com/facilities/dnasu-core-facility-asu
Record Creation Time: 20220129T080308+0000

Record Last Update: 20260728T043403+0000
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Ratings and Alerts
No rating or validation information has been found for DNASU Core Facility.

No alerts have been found for DNASU Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 19 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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